Sequences were aligned using CLC Main Workbench 6 using a 'gap open cost' of 10 and a 'gap extension cost' of 1. Note that the ST loop is well conserved between vertebrates and C. elegans, but poorly conserved and truncated in the sequences from insects (D. melanogaster) and fungi (S. cerevisiae). Serine and threonine residues within the ST loop are highlighted in bold font. 
Figure S1 C-terminal sequences of selected vertebrate and non-vertebrate AMPK-α subunits, showing the location of the ST loop (boxed)
Sequences were aligned using CLC Main Workbench 6 using a 'gap open cost' of 10 and a 'gap extension cost' of 1. Note that the ST loop is well conserved between vertebrates and C. elegans, but poorly conserved and truncated in the sequences from insects (D. melanogaster) and fungi (S. cerevisiae). Serine and threonine residues within the ST loop are highlighted in bold font. 
